Introduction
Yeast is known to accumulate U(VI). This suggests that yeast may be utilized as bisorbents for removing U from U mine tailings wastewater and from radioactive waste generated at nuclear facilities. Since U is toxic for microorganisms, yeast may be affected by exposure to U solution. Previously, we showed that U(VI) retarded the growth of yeast in the medium containing uranium(VI). These results suggest that the exposure of yeast cells to U(VI) solution lead to a response by change of metabolic pathways. However, to our knowledge, little is known about response of yeast to U(VI) solution.
The use of two-dimensional polyacrylamide gel electrophoresis (2-D PAGE) have provided powerful tools for studying protein expression during exposure of yeast cells to U(VI) solution. Two-D PAGE separates and allows visualization of most proteins.
In the present study, therefore, we examined the expression of proteins in yeast exposed to U(VI). Protein expression was studied by 2-D gel electrophoresis, and expression pattern of proteins was compared between U(VI)-exposed and nonexposed yeasts. 
